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Figure S1. Images of SA-B-gal assay and cell invasion assay in KU7 and UMUCS6. (A) SA-B-gal assay
for UMUCS6 and KU?7 cells transfected with NACC1 siRNA. The Y-axis shows the number of positive
cell counts per one hpf; (B) Matrigel invasion assay showing promotion of invasion capability of

UMUCS6 and KUY cells transfected with NACC1 siRNA. Scale bar: x100.
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(Transcript)Homo sapiens nucleus accumbens associated 1 (NACC1), mRNA (NM_052876 ).

(miRNA)  miR-331-3p
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Figure S2. In silico analysis of NACC1 and miR-331-3p interaction.
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Figure S3. Images of wound healing test in T24 cells. Scale bar: x100.



